From a culture broth of Streptomyces sp., we have isolated GT32-A which is identical with the 20-membered macrocycric lactam antibiotic BE-14106 isolated by Kojiri et al. in 1992 .1} and a new compound GT32-B. GT32-B is structurally related to BE-14106 and exhibited antiproliferative activity.
In this communication, we report the production, isolation and structural determination of GT32-B.
The producing organism was isolated from soil and GT32-A and -B were accumulated in the mycelium.
Therefore the culture broth (30 liters) was filtered, isopropanol was added into cake and it was then filtered. After the filtrate was diluted with deionized water, the filtrate was applied to a column of Diaion HP-20 (2 liters) (Mitsubishi Chemical Industries Limited, Japan). The columnwas washed with deionized water (6 liters) and 60% methanol (6 liters) and then eluted with methanol (4 liters).
After concentration, the residue was subjected to silica gel (Merck Art. No. 7734) column chromatography using CHC13 -MeOH-EtOAc (60 : 1 : 6) as the eluant. The active fractions were further purified by HPLC using a packed column (YMC-ODS SH-363-5, 80% MeOH) to yield 30mg of GT32-A and 10mg of GT32-B.
GT32-A was identified as the 20-membered macrocycric lactam antibiotic2) BE-141061} by spectral analyses (UV, IR, NMR, and HRFAB-MS). The structure of GT32-Bwas determined by the spectral analyses in addition to comparison of its spectra with those of GT32-A. The molecular formula of GT32-B was established as C27H37NO2 from the results of the HRFAB-MSand NMRspectral analyses. In the comparison of the 13C NMRspectra of GT32-A and GT32-B,a clear difference was observed; one of the two -CH(OH)-signals at 69.7 and 72.1ppm observed in GT32-A was lacking and one -CH2-signal at 35.9ppm was now present in GT32-B. These MS and NMRdata suggested that GT32-B is a deoxy derivative at the position 8 or 9 ofGT32-A. From the observed^^H COSY connectivity, the structure of GT32-B was determined as shown in Fig. 1 . (Received September 2, 1996) FEB. 1997
